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Cytochrome c oxidase subunit II (cox2), 862
Cytochrome c oxidases, 3417
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Cytochrome c552, 5988
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D1 degradation, 2117
D1 protein turnover, 6929
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DNA–protein interactions, 5328
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Double strand break, 6361
Double-strand breaks, 4136
Double-stranded DNA, 5671
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Drug target, 5552
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Drug-protein interaction, 1056
Drug-resistance, 2258
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Dual function, 351
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E3 ubiquitin ligase, 940
E47/b2 insulin gene, 711
EAG, 2850
EAR motif, 6537
Early embryo, 6521
Early endosome, 4266
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Endoplasmic reticulum stress response, 9
Endosomal protease, 5697
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Endothelium, 2637, 2779
Endotoxic shock, 1257
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Enzymatic activity, 6561
Enzyme activation, 46
Enzyme active site, 2741
Enzyme activity, 6763
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Enzyme eﬃciency, 2170
Enzyme enhancement, 4365
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Enzyme inhibition, 521, 2227
Enzyme inhibitors, 5910
Enzyme kinetics, 3595, 6741
Enzyme mechanism, 3445, 4131
Enzyme replacement therapy, 87
Enzyme stability, 4365, 6007
Enzyme turnover, 6533
Enzyme–product complex, 1977
Enzymology, 6570
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EPA, 6690
Epidermal growth factor, 1859, 5765
epidermal growth factor receptor, 3042, 5161
Epidermal growth factor receptor transactivation, 6674
Epidermal-growth-factor receptor, 443
Epidermis, 5456
Epigallocatechin gallate, 278
Epigallocatechin-3-gallate, 1883
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Epithelial barrier, 6921
Epithelial cells, 1431, 5705
Epithelial–mesenchymal transition, 4021
Epithelial-cadherin, 3042
Epithelium, 2976
Epitope mapping, 5411
Epitope reactivity, 87
Epoxy silane, 505
EPR, 3605
Epstein-Barr virus, 6570
Equilibrium unfolding, 4166
ER exit sites, 5215
ER stress, 184
ER targeting and translocation, 1953
ErbB receptors, 1859
ErbB2, 6501
ERF/AP2 domain, 1303
Ergosterol, 2677
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ERK1-2, 2512
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Erwinia herbicola, 4491
Erythroascorbic acid, 6428
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Erythroid cells, 2285
Erythroid diﬀerentiation, 1965
Erythropoietin, 3153
ES cell, 4121
Escherichia coli, 6471, 6763
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Esterase, 5054, 5815
Estrogen, 5647
Et1, 4560
Ethanol, 9
Ether a` go-go, 5059
Ethylene receptor, 1239
Etidronate, 5723
Etoposide, 6447
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Eukaryotic genomes, 1277
Eukaryotic ribosomal protein, 3804
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Evolution, 358, 717, 1672, 2442
Evolutionary rate, 380
Evolutionary tree, 6349
Ewings sarcoma/peripheral primitive neuroectodermal tumor, 4969
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Exon-shuﬄing, 1621
Exonic splicing enhancers, 4449
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Extracellular signal regulated protein kinase, 4984
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Flagellar chaperone, 3916
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Flavonoid biosynthesis, 1642
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Flow cytometry, 6612
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Fluorescence energy transfer, 5885
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Fluorescence quenching, 63
Fluorescence recovery after photobleaching, 5227, 6933
Fluorescence resonance energy transfer, 3065, 5067
Fluorescence sensing, 2951
Fluorescence spectroscopy, 867
Fluorescent protein, 2495
Fluorogenic substrate, 2577
Flutamide, 1607
Fluxes, 463
FMF diseases, 99
Foam cells, 849
Focal adhesion, 3649
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Fold asymmetry, 5263
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Folding kinetics, 5029
Folding simulation, 3422
Food intake, 4625
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Four electron reduction of dioxygen, 4069
Fourier transform infrared, 6846
Fourier transformed infrared, 4703
FOXC2, 4126
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Free folding energy, 3895
Free radicals, 4136, 4823
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Frequency distribution of distances, 6413
FRET microscopy, 1654
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FSH, 3485
FTIR, 1350, 4613
FtsZ, 4941
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Fumarate reductase, 1677
Function, 4303
Function prediction, 1891
Functional domains, 1665
Functional evolution, 5979
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Fusion inhibitor, 2561
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Glial ﬁbrillary acidic protein, 3943
Glibenclamide, 6891
Glioblastoma, 3943
Glioma, 3746
Global optimization, 1891
Globular domain, 5999
Gloeobacter violaceus, 3457
Glu196, 912
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Glucoamylase, 6349
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Growth inhibitory factor, 795
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Hemostasis, 4709
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HepaRG, 3361
Hepatitis B virus, 822
Hepatitis C virus, 2928, 4392
Hepatocarcinoma, 2547
Hepatocellular carcinoma, 191, 2216, 3571
Hepatocyte, 731
Hepatocytes, 6069
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HGTD-P, 3270
hHR23, 3401
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High density lipoproteins, 5974
High fat diet, 1371
High phosphorylation of HBV-CP, 894
High throughput, 5681
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High-aﬃnity site, 4131
High-density lipoprotein, 1178
High-fat diet, 4889
High-throughput data, 844
Higher plants, 6428
Highly oriented pyrolytic graphite, 5671
Hip1, 5275
Hirsutenone, 385
Histidine, 2741
Histidine-aspartate kinase, 77
Histidine-containing phosphotransfer protein, 77
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Histone acetylation, 2306, 3787
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HIV-I, 2598
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Homologous recombination, 6361
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Subject Index Volume 580 (2006) 67
Homology modelling, 1780
Homotropic cooperativity, 1085
Honeybee, 2667, 4895
Honokiol, 5177
Hordeivirus, 5077
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Host cell invasion, 4673
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Host factor, 5785
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Sphingolipid, 1903, 5456, 5467
Sphingolipid biosynthesis, 6217
Sphingolipids, 4607, 5430, 5510
Sphingomyelin, 4751, 5456
Sphingomyelinase, 5456
Sphingosine, 5467
Sphingosine kinase, 4607, 6047
Spike protein, 5612
Spinal cord, 6629
Spindle assembly checkpoint, 2888
Spindle organization, 782
Spindle-assembly, 4727
Splicing, 4449
Splicing activity, 1592
Splicing factor, 399
Splicing regulation, 1339
SPM, 4757
Spontaneous mutations, 736
Spontaneously hypertensive rat, 2317
Squamous cell carcinoma, 2774
Src, 2603, 6769
SREBP, 4929
70S ribosomal proteins, 3638
SRY, 3715
SRY-related HMG box-containing factor 10, 1635
Sse1, 168
Stabilisation, 345
Stability, 1780
Stable dissociation, 1222
Staphylococcus aureus, 273, 1817
Starch, 5947
Starch phosphorylation, 4872
Starch synthesis, 6741
START domain, 5953
Starvation, 2623
STAS domain, 3818
STAT-3, 2717
Stat3, 199, 5880
State I and II, 233
State transitions, 233
Statistical mechanics, 720
STD NMR, 5411
Steady-state, 5137
Steﬁn A, 4195
Stem cell, 27, 2860
Stem cells, 5759, 6109
Stereoselective, 324
Steroid hormones, 6139
Steroidogenic acute regulatory protein-related lipid transfer domain,
191
Sterol regulatory element binding protein, 410
Sterol synthesis, 5552
Stochastic variation, 6521
Stop transfer sequence, 1953
Stores, 463
Strain-dependent caspase activation, 3739
Strategy, 415
Stratum corneum, 5456
Streptococcus mitis, 1959
Streptococcus pneumoniae, 1959
Streptomyces, 912, 1807, 6338
Streptomycin operon, 5858
Stress, 960, 1320, 6033
Stress protein, 3433
Stress response, 2409, 3433
Stress tolerance, 6537
Structural biology, 2071, 2985
Structural change, 351
Structural comparison, 2488
Structural domain, 6961
Structural genomics, 4005
Structural proteomics, 6898
Structural stability, 3835
Structural transition, 2584
Structurally homologous proteins, 5029
Structure, 5815
Structure determination, 4576
Structure–ﬂexibility–function relationship, 3638
Structure–function, 6961
Structure–function analysis, 168
Structure–function relationship, 3595
Structure-function relationship, 6655
Structures, 795
Sub-compartmentalization, 5628
Subcellular compartment, 717
Subcellular localization, 955
Subsite maps, 5049
Subsite mutants, 5049
Substrate conformational selection, 2170
Substrate eﬀects, 2698
Substrate speciﬁcity, 912, 1536, 2707, 3059, 3595, 5357
Substrate-assisted catalysis, 1036
Subtilisin, 6007
Subunit C, 2006
Subventricular zone, 3462
Sucrose, 5947
Sucrose density gradient centrifugation, 1222
Sucrose phosphorylase, 3905
Suf, 5044
SufC, 137
Sugar transport protein, 2381
Sulfate transporter, 206
Sulfolobus tokodaii, 1536
Sulforaphane, 1771
SUMO-1, 6155
SUN domain, 1263
Supercomplex, 5988
Superfamily of bacterial, fungal, and plant heme peroxidases, 6655
Superoxide, 261
Superoxide dismutase, 1257, 1485
Superoxide radical, 1691
Support vector machine, 6169
Support vector machines, 380
Suppression subtractive hybridization, 1747
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Suprachiasmatic nucleus, 2836
Suprachiasmtaic, 6665
Surface charge, 2041
Surface plasmon resonance, 2402, 3386, 5993, 6405
Survival, 6224
Suspension cell cultures, 4311
SV2, 2011
Sweetness-inducing activity, 620
Swi–Snf, 4757
SWI/SNF, 5851
Swi/Snf complex, 2615
SWI1, 2615
Switching mechanism, 5965
SWTY, 1531
Symmetric restraints, 6199
Synaptic vesicles, 5894
Synaptogenesis, 4723
Synaptotagmin, 2238
Synchronization, 4979
Synechococcus, 5885
Synergism, 1733
SynGAP, 831
Synonymous codon usage, 3895
Synonymous substitution, 3895
Synphilin-1, 4479
Synthetic gene, 2495
Synthetic peptide, 63
Synthetic peptides, 1383
a-Synuclein, 72, 1775, 2147, 3091, 3657, 4479
Systematic evolution of ligands by exponential enrichment, 4544
Systemin, 2540
Systems biology, 822, 3665
T
s, 211
T cell receptor, 5845
T lymphocytes, 6819
T-ﬂuorescein, 6423
T-lymphocytes, 5580
Tafazzin, 5450
Talin, 2027
TAM67, 691
Tannic acid, 6623
Tapasin, 4091
Target ﬂexibility, 5130
Target selection, 4005
Targeting, 3649
Targeting peptide, 3966
Taste buds, 5371
Taste-modifying protein, 620
Tau, 107, 2503, 2922, 3973, 4602, 6269
Tau cascade, 3582
Tau hyperphosphorylation, 5925
Tau kinases, 5925
Tau phosphorylation, 3121
Tau protein, 4842
Tauopathies, 2922
Taxol, 2371
TC1(C8orf4), 3519
Tcf1, 1227
Tcf4, 1227
TCR signaling, 5845
TDP43, 1339
Tec kinase, 2691
Teleost ﬁsh, 4996
Telomerase, 4683, 4713, 6455, 6819
Telomere, 4713
Tem cells, 6062
Temperature, 2797
Temperature-sensitive mutants, 1502
Tenascin-X, 6281
Terpenoid, 1183
Testis, 1607, 2458, 4266, 6109, 6442
Tetrahydrobiopterin, 1697, 4900
Tetrahydrogeranylgeranyl, 6644
Tetrahymena group I intron ribozyme, 1592
Tetratricopeptide repeat domain, 2761
TGFb, 2811, 4784
Tgfb2, 4560
Tgfb3, 4560
TGF-b1, 5385
Therapy, 5510
Thermal adaptation, 1672
Thermal aggregation, 4645
Thermal denaturation, 3083
Thermal stability, 5815
Thermodynamics, 867, 982, 3726
Thermophiles, 1672
Thermophilic, 2646
Thermophilic oligopeptidase, 3493
Thermoplasma acidophilum, 1198
Thermosome, 34
Thermotolerance, 4645
Thermus thermophilus, 3417, 3867
Thiamine, 3551
Thiocyanate hydrolase, 4667
Thioglycoligase, 4377
Thioglycosides, 4377
Thioredoxin, 216, 484, 960, 2216, 4086, 4236, 6596
Thioredoxin peroxidase, 5016
Thioredoxin reductase, 3595, 6596
Thioredoxin-1, 2671
Thiorphan, 521
Three-base periodicity, 6413
Threshold, 6579
Thrombosis, 4709
Thrombospondin-1, 510, 2365
Thromboxane, 3368
Thylakoid, 2166
Thylakoid lumen, 3671
Thylakoid membrane, 2053
Thymidine phosphorylase, 1294
Thymocyte, 5845
Thymus, 5845
Thyroid hormone, 2247
Thyroxine, 491
Tie2, 1309
Tight junction, 923, 2388, 4252, 6921
Time-resolved spectroscopy, 4823
Time-series expression proﬁles, 3511
Timeless, 2
Tiopronin, 521
TIP47, 5484
Tip60, 4353
Tissue distribution, 1485
Tissue oxidative damage, 3601
Tissue speciﬁcity, 4602
Tissue-speciﬁc promoter, 5033
Titin, 341
Titration, 3167
Tityus trivittatus, 592
TLR, 6674
TNF, 974
TNF receptor, 4591
TNFa, 311, 1597
TNF-a, 731, 2517, 3519
TNF-related apoptosis-inducing ligand, 2671
Tobacco BY-2 cells, 597
Tobacco mosaic virus, 3872
Tocopherol, 5357
a-Tocopheryl succinate, 2671, 5125
Toll, 5406
Toll-like receptor, 2976, 4533, 4697
Toll-like receptor 4 pathway, 1457
Toluene diisocyanate, 1883
Tomato, 2540, 4618
Tonoplast, 1112
Topoisomerase II, 51
Topology, 358, 368
Topology mapping, 2281
torsade de pointes, 1999
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a-TOS, 1925
Total internal reﬂection ﬂuorescence microscopy, 5863
Toxicity, 2922, 4842
Toxin origin, 5979
Toxins, 5572
TPPP/p25, 5807
TRAIL, 1925, 6565
trans-Parinaric acid, 2471
trans-Splicing ribozyme, 5033
Transamidase, 603
Transbilayer movement, 1171
Transbilayer phospholipid distribution, 5500
Transcript, 1702, 6721
Transcript-stability, 4934
Transcription, 93, 1479, 1635, 1716, 1827, 1911, 2335, 2531, 2843,
3099, 3217, 4934, 5880, 6217, 6807
Transcription factor, 415, 1131, 1865, 2109, 2285, 3753, 3769,
5251
Transcription mediator, 4784
Transcriptional control, 1215
Transcriptional repressor, 669
Transcriptional targeting, 5739
Transcriptome, 4154, 4417
Transcriptome analysis, 2015
Transduction, 2853
Transfection, 6665
Transformation, 5023
Transgenesis, 393, 3715, 5621
Transgenic, 1479
Transgenic Arabidopsis, 3136
Transgenic lettuce, 620
Transgenic mouse, 4485
Transgenic rice, 3315
Transgenic tobacco, 206
Transgenics, 3980
Transglutaminase, 2351
Transhydrogenase, 2347
Transient complexes, 6187
Transient dissociation, 1222
Transient interactions, 3023
Transit peptide, 6509
Transition state analog, 517
Transition state stabilization, 2170
Transitional ER, 5215
Translation, 107, 1983
Translation factors, 4576
Translation strategies, 2591
Translational regulation, 1766, 5858
Translationally controlled tumor protein, 3558
Translocase, 3353
Translocation pore, 4091
Transmembrane domain, 3329
Transmembrane helix, 3353, 4777
Transmembrane proteins, 1017, 6435
Transmissible spongiform encephalopathies, 4231
Transport, 998, 1064, 1112, 2160, 5894
Transport kinetics, 1085
Transporter associated with antigen processing, 1156
Transporter evolution, 1010
Transportin, 1365
Transthyretin, 491, 3451
Triacylglycerol, 5484
Trichoderma harzianum, 3780
Trichome, 1411
Trigger factor, 72
Triglyceride synthesis, 5117
Triglycerides, 4282
2¢,4¢,7-Trihydroxyisoﬂavone, 769
TRIM/RBCC, 4784
Trinuclear Cu center, 4069
Trinucleotide repeat, 5208, 5399
Trioxsalen, 1631
Tripeptide, 2071
Triple-helix, 3545
Triterpenoid compounds, 6302
Tritium labeling, 6797
Triton X-100, 6749
Trk, 4991
tRNA, 5198, 6695
tRNA modiﬁcation, 5198
TRNOESY, 5411
Trophoblast, 5653
TRPV1, 5728
Truncated tau, 3582
TRUSS, 4591
Trypanosoma brucei, 2306
Trypanosoma cruzi, 2365, 2686
Trypanosomes, 5552
Trypsin, 545
Tryptophane intrinsic ﬂuorescence, 4325
TSE, 2033
TSRC1 protein, 245
Tuberous sclerosis 1, 5621
Tubulin, 4941
Tumor cell proliferation, 3308
Tumor endothelial marker 7, 2253
Tumor growth, 3185
Tumor invasion, 6789
Tumor marker, 3395
Tumor necrosis factor, 245, 4533, 4625
Tumor necrosis factor a, 3257, 6224
Tumor necrosis factor receptor-associated factor 6, 3145
Tumor necrosis factor-a, 1391, 3706, 5117
Tumor necrosis factor-related apoptosis-inducing ligand, 885
Tumor progression, 1156
Tumor suppressor, 2811, 2860
Tumour suppressor, 6903
Tunicamycin, 3721
Tuoba Xianbei, 6242
Two-color ratiometric dyes, 2951
Two-component signal transduction, 3206
Two-dimensional diﬀerence gel electrophoresis, 3229
Two-electrode voltage clamp, 5059
Two/three state transition, 6846
Type 1 diabetes, 553
Type 2 diabetes, 6561
Type 2 diabetes mellitus, 6837
Type-III export, 3916
Tyrosine, 1350
Tyrosine kinase, 15, 2603
Tyrosine phosphatase, 3853
Tyrosine phosphatases, 1859
Tyrosine phosphorylation, 2603, 4051, 4991
Tyrosine phosphorylation of b-catenin, 3042
Tyrosine radical, 1345
U
UBA, 3401
Ubiquinone, 2534
Ubiquitin, 2285, 3401, 4521, 6155, 6233, 6813, 6981
Ubiquitin–proteasome, 1753
Ubiquitin-conjugating enzyme 9, 1635
Ubiquitin-proteasome system, 4784
Ubiquitination, 431, 3145, 3921, 4697
UbL, 3401
UCP, 4815
UCP1, 4661
UCP3, 1371, 5172
UDP-galactose, 4246
UDP-glucuronosyltransferase, 1953
UGT1A6, 1953
UIP28, 2609
Ultraviolet radiation, 769
Ultraviolet-C, 3229
Ultraviolet-damage, 6755
UNC-84, 1263
Unfolded protein response, 184, 5510
Unfolding, 697
Unilamellar vesicles, 3201
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Unionoidea, 862
3-untranslated region, 2591
Unwinding, 4683
uORF, 1309
uPA, 5385
Upstream activating sequence, 3099
Urate oxidase, 2087
Uricase, 2087
Uterine–embryo adhesion, 5653
Uteroglobin, 4515, 6022
3¢ UTR, 3694
5¢ UTR, 1309
UV, 3624
UV ﬁlters, 5071
UvrABC, 6423
avb3, 1376
V
v-akt Murine thymoma viral oncogene homologue kinase, 300
V1-complex, 932
V201 chimera, 256
Vac14, 6948
Vaccines, 2985
Vacuolar ATPase, 2006
Vacuolar H+-ATPase, 932, 3161
Vacuolar sequestration, 6384
Vacuolar-type (H+)-ATPase, 2723
Vacuole, 1112
Vaginal opening, 3485
VAI RNA, 1553
Valosin-containing protein, 474
Vanilloid, 568
Variants, 1345
Vascular cell adhesion molecule-1, 1391
Vascular endothelial cells, 4911
Vascular endothelial growth factor, 669, 5869
Vascular smooth muscle, 4114
Vascular smooth muscle cell, 5177
Vasodilation, 2317
Vasopressin, 4114
VDAC, 2153
VEGF, 2879, 3006, 4332
Venom, 4895
Venom peptide, 3860
Venustaconcha ellipsiformis, 862
Vertebrates, 4984
Vesicle recycling, 3263
Vesicle transport, 6477
Viable but non-culturable, 2731
Vibrational spectroscopy, 1350
Vinexin, 4288
Viral escape, 1156
Viral fusion, 2561
Viral kinetics, 2414
Viral RNA silencing suppressor, 3117
Virulence, 2615
Virus infection, 2896
Virus neutralization, 5612
Virus–host interaction, 2896
Virus-like particles, 4047
Visceral fat, 2917
Visfatin, 4105
Visfatin/pre B-cell colony enhancing factor, 6635
Visual cycle, 4200
Vitamin A, 3065
Vitamin B12, 2994
Voltage-gated K+ channels, 592, 6254
Volvox carteri, 3013
von Hippel Lindau, 6182
von Hippel-Lindau, 5718
Vpr, 2598
W
Waardenburg syndrome type IV, 1635
WAT, 4126
Water, 4613
Water channel, 6679
Water transport, 6679
WAVE, 1993, 6464
West Nile virus, 867
Western blotting, 4047
WF146 protease, 6007
WFS1, 5635
WFS1, 4000
Wheat germ agglutinin, 3051
Wig-1, 4401
WNK, 932
Wnt, 3665
Wnt signaling, 5423
Wnt signalling pathway, 1227
Wnt/b-catenin pathway, 3519
Wolfram syndrome, 4000, 5635
Wolframin, 4000
Woozy mouse, 5237
X
X protein of hepatitis B virus, 431
X-ray, 5759
X-ray absorption spectroscopy, 3023, 6187
X-ray crystallography, 251, 341, 1042, 6898
X-ray diﬀraction analysis, 6943
X5, 3643
Xanthomonas manihotis b-galactosidase, 4377
Xanthophylls, 4718
Xenobiotic metabolism, 1780
Xenobiotics, 67
Xenopus laevis, 393, 1941
Xenopus oocytes, 5059
Xenopus oogenesis, 4947
Xyloglucan endotransglucosylase/hydrolase, 3136
a-Xylosidase, 2707
Y
Y-box binding protein 1, 3921
Yarrowia lipolytica, 1971
YCA1, 6880
Yeast, 46, 717, 2830, 4683, 6813
Yeast growth, 2265
Yeast two-hybrid, 51
Yeast two-hybrid analysis, 77
Yeast two-hybrid screen, 6649
Yeast two-hybrid system, 6477
Yersinia pathogenesis, 179
YIL042c, 2553
YjbN, 5198
YOR090c, 2553
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ZZaprinast, 5003
Zat10, 6537
Zebraﬁsh, 4409, 4984
Zein, 5803
Zhangfei, 58
Zinc, 795, 3173
Zinc binding, 2109
Zinc ﬁnger, 4143, 4401
Zinc ﬁnger motifs, 5077
Zinc ﬁnger protein, 2285
Zinnia, 4311
Zone-interference gel electrophoresis, 4143
z-VAD-fmk, 6880
Zygote, 1747
Zygotic gene activation, 1747
Zymogen activation, 2269
Zymomonas mobilis, 5084
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